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GCCATT; F-UCP2-2. CCAACAGCCACTGTGAAGTT; R-
UCP2-2 . GCTGCTCATAGGTGACAAACA, Hiil UCP2 -
F2/R2 3 845 B R FT B4R K B D 850bp.,
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Fig.1 PCR analysis of recombinant plasmid
M:DNA marker ( Trans 2K Plus DNA Marker) ;1 ~ 8: The PCR

products of UCP2 recombinant plasmid

2.2 DIG-Ucp2 RNA 4518

FII SP6 . T7 RNA %4 [l 75 (RS 5% 5% & LB A
DIG-11-dUTP {514 2 LK IE S Uep2 RNA #5185, 4246
0I5 HEA T BB E e v K, 25 R R IR AT 1Y 58 M A
U7 (K 2) 252505 G EETHIAE DIG-Ucp2 RNA 5%}
W H 1 488.03ng/wl (0D, 0 =1.98)
2.3 DIG-Ucp2 RNA Rt £ ERRRMA R ER

T I/ A R I D 6 A SR, 2 SCHR A ) 3]
Uep2 7E £9.5 KA E10.5 KB IRIG b 32 B 32 ik 16 ik 41



2018,38(9)

X 0T 48 M B AT Ucp2 PR RNA S5 1 10 851 45 0 1 F 57

bp M 1

1000
750 =7
500 —7

2 Ucp? RNA $F$H Rk E
Fig.2 The electrophoretogram of DIG-Ucp2
RNA probe
M :DNA marker (Trans 2K Plus DNA Marker) ; 1:DIG-Ucp2 RNA

probe

AR J5 00 o R 228 A IR AL, I SCER BT R
RERZIN ) Ucp2 mRNA 23K (H 3) .

Anti-sense probe Sense probe
A

E10.5

E9.5

3 DIG-Ucp2 RNA #R$t & RBEBRIR T Z 32
Fig.3 The results of whole embryo in situ hybridization
by DIG-Ucp2 RNA probe
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Abstract  Objective: To prepare the Ucp2 gene RNA probe labeled by digoxin, and was used to detect the early

Ucp2 gene spatiotemporal expression in mouse embryos. Methods: The primers were designed and the total RNA was

extracted from fetal mice nervous tissue. The Ucp2 gene fragment was obtained by RT-PCR and cloned into the pGEM -T

vector. Then transcription template was obtained using Sp6, T7 and Ucp2 primers by PCR. Using Sp6 and T7 RNA

polymerase, the digoxingenin-labeled antisense and sense probes were synthesized and confirmed by whole embryo in situ

hybridization. Results: The plasmid pGEMT-UCP2 was constructed. The digoxingenin-labeled antisense Ucp2 probe was

effectively detected in mice Ed9.5 and Ed10.5, and the expression was not detected by the sense probe. Conclusion: The

antisense Ucp2 probe can be used specifically and sensitively for study in situ hybridization and lay the foundation for

further research of Ucp2 expression in the tissue of mouse embryo, especially in the nerve tissue.
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