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Studies on the detection of HBY DNA from human serum by PCR ELISA Technique

Zhan Quir shan  Chen Yirbao'

( Beijing MDC Biotech Co. , Lid.

Lin Yurbin - Xiao Werryuan

100012)

Abstract A sensitive accurate method is important for early diagnosis of patients with HBV infected, so we estabr
lished ELISA assay for the detection of PCR amplified sequence of HBV DNA in human serum. Through this method, 268

sera from HBV positive or negative patient were detected, the result showed that the ELISA assay based on PCR product

is more sensitive and more specific than electrophoresis assay. This method in clinical application was discussed in details

in the paper.
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Advances in Study on Directed Evolution of Proteins

Xiao Zhizhuang Liu Menghai Wang Tianhong Qu Yinbo
(State Key Laboratory of Microbial Technology, Shandong Unwersity, Jinan 250100, P. R. China)

Abstract Directed evolution is a new powerful strategy for engineering proteins. It mainly mimics the process of

natural evolution in the laboratory to generate random mutations in the genes coding for useful proteins by the techniques

of error prone PCR and mutator strain, then in vitro recombines positive mutations through such methods as higlr fidelity

DNA shuffling, randonr priming recombination and staggered extension process. Finally, the desired mutants are selected

out with highrthroughput screening. It mot only can provide rapidly new enzymes for industrial application, but also has

much theoretical importance for studying the relationship between protein structure and function.

Key words Directed evolution, random mutagenesis, DNA shuffling, randonr priming recombination, staggered

extension process.
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