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Intracellular Signaling Proteins of TGH3 :SMAD Proteins Family

Liu Yiping DenglJixian Huang Cuifen
(Inditute of Biotechnology ,Academy of Military Medicd Sciences Bejing 100071)

Abgract A family of SMAD proteins compose of SMAD1 to SMADS was recently identified asintracellu-
lar sgnaling protein. conducting TGS . The members of the SMAD proteins can be categorized into three sub-
groups. SMAD1 ,2,3,5 ,and 8which are caled receptor-regulated SMADs belong to the subgroup contained the
SSXS motif at the G-terminus which can be phosphorylated by the receptors of TGHB or BM Ps,and mediate
TGH or BMPs sgnads. The second subgroup is SMAD4 which is indigpensable for the receptor-regulated
SMADs dgnaing. The receptor-regulated SMADs must form hetero-oligomeric complex with SMAD4 before me-
diating the dgnals. While SMAD6 and SMD7 belong to the third class that differ from the receptor-regulated
subgroup as they lack the SSXS motif. They inhibit TGFB superfamily mediating phosphorylation of receptor-
regulated SMADs.
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Applications of Genetic Engineered Fusion Proteins

Zhang Yi Qu Xianming Yang Shendli
(Shanghai Research Center of Biotechnology ,Chinese Academy of Science,Shanghai ,200233)

Abgract  Artificia multi-domain proteins could be conveniently constructed by gene fuson technology.
With the development of recombinant DNA and protein engineering methodologies ,this method has been widedy
used in many research areas and showed great potentialsof commercia val ue. Recent advances and applications of
the recombinant fuson proteins are reviewed and discussed in this article.
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