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Study on the Proteome of Embryo of Early Stage in Mice

Pan Wei Wang Yingxiong Li Gang
( Department of Reproductive Medical Science Chong Qing 400016)

Abstract With the human genome project fulfilling, it is revealed that human being just possess limited genes
and a stable genome. The developments of biotechnology promote the establishment of the proteome which focus on the
level of protein expression and function . Recent developments in certain areas of reproductive technology have been
remarkable and advances are continuing at a considerable rate. However , our understanding of the molecular basis of
most aspects of reproduction, particularly in the human , is still extremely poor. Study on the proteome of embryo in
mice will contribute largely to the knowledge of mechanism during health and disease of reproduction.
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