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Physiology and Molecular Biology of L ipodepsipeptide Toxins Produced

by Pseudomonas syringae pv. syringae

Gao Bida
(Hunan Agricutura Universty Changsha 410128)

Abgtract  Recent progress in molecular biologica research on lipodepspeptide toxins produced by Pseu-
domonas syringae pv. syringae was reviewed. Pssudomonas pv. syringae produces two groups of macrocyclic
lipodepsipe ptidephytotoxins, lipodeps nonar peptide (syringomycins) including syringpmycin (SR) , syringotoxin
(ST) ,syringostatin (SS) and pseudomycin A ,and more complex syringopeptins (SP) containing SP-22A and
SP25A . Lipodeps nonapeptides have 9 amino acid resdues (AA) in their peptide moiety; Two forms of sy-
ringopeptins have 22 or 25 AA resectively. Ctermina carboxyl group on the lipodepdpeptides close a macro-
cydlic ring on the hydroxyl group of the hydroxy amino acid resdue ,and is,in turn ,acylated. by Cip- ,Ci2- Or
Cus- hydroxy fatty acids. Both of groups cause eectrolyte leakage from plant tissues,haemolyss of human and
animal erythrocytes by forming oligomeric channels. Inhibition of the toxinson yeasts are afected by compostion
of membrane sterols. Cholesterol exhibited the highest protctio. A multi-enzymesystem isinvolved in synthes s of
lipodepdpeptides which is regulated by regulatory proteins and induced by plant sgnal molecules egpecidly phe-
nolic glucosdes. Those toxins showed antibioticactivity against fungi including human and animal pathogenic
fung without sde efect and have potential medica use.

Key words  Pseudomonas syringae pv. Syringae  Lipodepspeptides Anti-funga activity  Action
mechanism Molecular biology ,Review
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