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Optimum conditions
Surce Xylanae Qowth Activity Reference
pH Tenp. ()  pH Temp. ()
Ther mophilic bacteria
1. Badllus acidocaldarius 3.5 4.0 65 4.0 80 Uchim F, 1983
2. Castridium stercorarium HX-1 D 6.0 7.0 60 6.5 75 Sskka K, 1991
3. dostridium stercorarium F9 A 6.0 7.0 65 6.5 75 Berenger J, 1985
4. degtridium thermolacticum (TC 21) 6.0 7.0 65 6.5 80 Deberie M, 1992
5. Dictyoglomus thermophilum grain B1 7.0 68 7.0 80 Mathrani | M, 1992
6. Thermophilic bacteria Srain XE 7.0 55 6.0 75 @sHinM D, 1992
7. Thermophilic bacteria 9. 7.0 65 6.5 7.0 78 Quninger H, 1986
8. Thermophilic bacteria ITI 283, ITI236 7.5 65 8.0 80 Perttua M, 1993
9. Thermoanaerob bacterium .JW/S.- YSA85 6.0 60 6.2 80 Sheo W, 1995
10. Thermotoga 9. (Fss3-B.1) A 6.8 7.0 80 5.3 105 110 Snmpon H D ,1991
11. Thermotoga thermarum 1 6.0 7.0 77 6.0 80 unna A, 1966
Thermotoga thermarum 2 v 7.0 90 100
12. Thermonacspora curvata 1 6.0 7.0 55 7.8 75 Sutzenberger FJ,
Thermonaspora curvata 2 7.2 75 1992
Thermonaspora curvata 3 6.8 75
13. Thermonospora chromogena MT814 8.0 50 50 80 75 McCarthy A J, 1985
Ther mophilic fungi
1. Qoephyllum trabeum - 4.0 80 Ritschkoff A C, 1995
2. Talaromyoss byssochlamydoides YH-50 6.2 50 5.0 70 Yoshida H, 1981
3. Thermoasus aurantiacus 6.0 45 5.0 75 Yu EKC, 1987
4. Talaromyces emersonii CBS814. 7 4.5 45 4.2 78 Twhy M G,1992
Talaromyoss emersonii CBSB14. 7 4.5 45 3.5 67
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Parent grain Vector Hog Reference
pH  Tenrp. ()
Thermatoga 9. (Fj§3—B.1) A pILAGO2 E. cdi DH®X 6.3 85 DavidJ S, 1995
Thermotoga . (Fss3-B.1) B pILABO2 E. coli DH®! 6.5 87 Rosdind A R, 2000
Thermotoga . (Fss3-B.1) C pILABO2 E. coli DH®! 6.5 90 Rosdind A R, 2000
Thermotoga maritima (MB38) A pUL E. cdi M5219 6.2 0 Winterhdter C,1995
Thermotoga maritima (MSB8) B pET28 E. cdi BL21 6.2 90 Jiang Z Q, 2001
Thermotoga neapditana A PTT17 E. cdi DH®X 55 102 Zverlow V , 1996
Thermatoga neapditana B pTT32 E. cdi TGL 5.5 0 Veikodworskaya , 1997
Dictyoglomus thermophilum Rt46B. 1 A pILAG02 E. cali 0800 6.5 85 Mordand D G, 1995
Clostridium stercorarium B pMF6 E. cdi JM109 7.0 80 Masayuki F, 1995

( Pichia pastoris)
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Research Progress in the Ther mostable Xylanases

Jiang Zhenggiang®  Li Lite’ Li Ying’
(1 Qllege of Food Science and Nutritiond Engineering  China Agricutural Universty Beijing 100083
2 Qollege of Biologicd Science China Agriculturd Univerdty Beijing  100083)

Abgract Xylanase (EC.3.2.1.8, 1 ,4B-D-xylanase , xylanohydrolase) can hydrolyze3-1 ,4-dycosdic linkages
o the xylan backbone to produce dort chain xylo-oligpsaccharides of various length, thus it is the key enzyme in
degrading conpletely xylan. Because the xylanases are potentialy important in various indudria gpplications, and
many kinds of processes in a multitude of posible gpplications of xylanases are optimdly perfformed a high
tenmperatures, thusit is highly dedrable to search for thernpgable xylanases as catayds. In the present report , the
thernpgable xylanases including their properties, secretory expresson and gructure domain are introduced in detail .
Key words Thernpdable xylanases  Secretory expresson  Sructure domain



