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3A :Dot blot andys's

Lane 1: Nontranggenic mouse tal DNA.

Lanes 2 - 9 are tranggenic nouse tail DNA.

3B: Suthern blot of nmouse tail DNA.

Lane( - ) :Nontranggenic mouse DNA

Lane( +) :Tranggenic mouse DNA

DNA from tall was digeted with Hind Ill, eectrophoresed in 0. 8%
agarose gd ,Blotted onto nitrocdllulose.
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Establishment o HL A-DR0 ,DRB, 0401
transgenic mice mode

She Ou Deng Jurwei  Wu Hong
(Huran Provinica Centrd for dinica Labs Hunan ,Changsha  410008)

Absract  HLA-DRO and DRB; ~ 0401 transgenic mice nodd was congructed by pronucleus microinjection
technique. The DRO and DRB; " 0401 were microi njection into the fertilized eggs of C57BL/6 x DBA/1 F1 mice. The
total integrationa rate and dficient rate of transgene were 29. 1 % and 20. 9 % assessed by PCR ,Dot blot and southern
blot ,repectively at the same time , These results denondrated that H.A-DR4 nolecule participanted in murine immune
regulation. It can enhance our undersanding of the pathophysologca rule of human MHC  nolecules, dthough its
asciation with disease remains poorly understood ,greetly bendfit to the sudy of human autoimmune disease.
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