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(a) The classical GT catalyzed sugar transfer from an NDP-sugar donor to an acceptor to form a glycosidic bond

('b) NDP-sugar synthesis via

reverse glycosyltransferase (c¢) The GT catalyzed sugar exchange reaction (d) A generalized scheme for an aglycon exchange reaction wherein a

sugar is excised from one natural product (as an NDP-sugar) and subsequently attached to a distinct aglycon acceptor
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Abstract

The bioactivity of many natural products including antibiotics and anticancer therapeutics

depends on their sugar moieties. Changes in the structures of these sugars can deeply influence the biological

activity, specificity and pharmacological properties of the parent compounds. A unique characteristic of sugar

moieties is their structural diversity which is greater than that of many other biological compounds. Modification of

these parts has become an important strategy to achieve many clinical drug candidates. Research groups have

focused upon the development of chemical and enzymatic tools to diversity natural product glycosylation. The

glycosylation process of natural products and four strategy to diversity glycosylation were discussed in detail.
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