24 2

CHINA BIOTECHNOLOGY 2004 2

FHEE TEM

750021)

Ai A, L e RELZ R BNRE HoA, HaB, Hy, Hy #R 690 S A5G
NFARE e 25 F 2 E 69 DNA MR, RIEAFF R4 RE I, S K O 6 LBY & Thubit 22

B B E My — A Eh !

e R A & CBMLEBR S e THME: — X - HEtd

RPD3 Rl B4 5T, 5 —£ &5 RPD3 REReIH T CNEH ERR 6 RE, HETE 69246
Wb AR R E AAE B 6 0% @ R R G £ L Bb; X sk TR EE L B B4 R e A
EBEOK F, T2 RAFR R F ey 4]

LEG LRLEE AEEETBUME AR R

/
/
(1) :(2)
DNA
1
1.1 ( histone acetyltransferase,
HAT)"”
N Lys
Hs N ,
Lys
3] HAT
GenS
, Gens GNAT
[4] '
:2003 1F03 : 2003 12- 11

:wjy @nxu. edu. en

.11 Hu AW E TR HAT A GenS
P30(/ CBP TAF 11250 MYST PCAF HAT
(1) .
, : PC30(/ CBP P53
HMG- 1 GATA- 1 EKLF , TAF 1250
TFIIF (2)
HAT

HAT

B

HAT
: SAGA
(complex of Spp Ada GenS aceyliransferase )
PCAF ( PCAF Spt Ada )
1.1.2 HAT XA FE#FNTH (1)
HAT CBPF/ p300 TAFII250 P/CAF
,  RNA
RNA
(2) CBP(CREBBIND —INGPROTEIN)
cAMP (CREB)
, , CBP/P300
( TBP
TFII P/CAF FOYJUN/MYOD STAT YY1 EY1 P53
RB ),

?

(3) HAT



20 24
, HAT DNA TBP )t
, p33, C RNA DNA
CBP , TF IID
, TATA- hox ,
1.2 ( histone deacetylase, ( )
HDAQ)"”
1.2.1 5 RPD3 R JR#5 HDAC 1996 . 3 /
Taunton
Trapoxin ) HDACI,
482 : 55Da N Lys
Vidal ™ ’
RPD3  60% , Yang ’
[7]
YY1 ,
RPD3 HDAC2, HDACI ) ’ ’ RNAPII
85% Fmiliani ' HAT Lys
EST RPD3 HDAC3
Hassig HDAC (
FACT HMG14 HAT )
1.2.2 5 RPD3 16 JE#) HDAC Lechner ' 4 /
3 HDAC, RPD3
:HD1 A,HD1 B(I, II) HD2, /
,HD1 B 2 HDAC: HD1 BI
HD1 B Il , HD2 , ’ /
400kDa ? [13] HAT HDAC
1.2.3 HDAC 53t H 4 5y i dl A % , ’
/
HDAC : ;
: HDAC
: HDAC 5
1991 ,Vidal ' ,
RPD3 , ’
2~5 RPD3 / "
1.2.4 HDAC 53 H#EN X% ) , .
,Vidal ' . RPD3 ,
2~5
2 /
[ 1] : /
,1998, 4.792~ 798
:TF 1T

D _ RNA (., BNA ,

[ 2] Komberg R D, Lorch Y. Twenty five years old of the nucelosome,
fundament al, partical of the eukaryote chromosome, Cell, 1999, 98



21

[ 4] ) )

[6

(3):285~ 24

] Broownell J E, Zhou J. et al. Tdrahymena histone acetylransferase

A: a homolog to yeas GenSp linking histone acetylation to gene
activion. Cell, 19%, 84(6): 843~ 851
GenS

RPD3 ,2008, 5:567~ 572

] Cheung P, Allis C D, et al Signaling to chromatin through hisone

modifications. Cell, 2000, 103(2): 263~ 271

Vidal M, Guber RF. RPD3 encodes as econd factor required to
achieve maximum positive and negative transcriptional sies in
Saccharomyces cerevisiae. Mol Cell Biol, 191, 11(12): 6317~

6327

[ 7] Yang WM, Imcye C, Zeng Y, et al. Transcriptional repression by

(6): 2795~ 2800

[ 9] Hassig CA, Tong JK, Fleischer TC, et al. A role for histone

deacetylase adivity in HDAC1 mediated transcription repression.
Proc Natl Acad Sci USA, 1998, 95(7): 3519~ 3524

[10] Lechner T, Lusser A, Brosch G, et al. A ompanative study of

hitone deacetylase of plant, fungal and vertebrate cells. Biochim

Biophy Acta, 199, 1296(2): 181~ 188

[11] Workman J L, Roeder R G. Binding of transcription factor TFIID

[12]

to the major late promoter during in vitro nucleosomeas. EMBO J,
1998, 11(14): 142~ 1425

Johnson . M, Fisher Adams G, et al. Identification of a norr basic
domain in the histone H4 N terminus required for repression of the

yeast silent mating loci. EMBO J, 1998, 11( 10): 2201~ 2209

YY1 is medited by interaction with a mammalian homolog of the [13] R R
yeast global regulator RPD3. Proc Natl Acad Sci USA, 1996, 93 ,2000,9. 2033~ 2040
(23) 12845~ 12850 [14] s s . / DNA

| 8] Emiliani S. Fischiev, Lini CV, et al. Characterization of a human

,2001.4: 362~ 365

RPD3 or tholog , HDAC3. Proc Natl Acad Sci USA, 1998, 95

The Role of Histone Acetylation/Disacetylation in Eucaryote Gene
Transcription Regulation

LUO Hurxia WANG Yur jiong
( Life Science School of Ningxia University, Ningxia Yinchuan 750021, China)

Abstract In encaryote, nucleosome is the basic unit of chromosome, and it is composed of central histone
octamer, which is made up of H2A, H2B, H3, H4 and DNA that bind it. Materials show that the central histone wuld

affect transcription both in vwo and in wvitro. The recent research shows that the process of acetylation and
disacetylation is the key of regulating genes’ activity. While there are two kinds of molecules that contain the
disacetylase’ s activity: one is the homology with yeast RPD3, another one is not. They have the different sources,
exist in the respective wmposite and catalyze different histone or the protein disacetylation. These all have close
relationship with gene transcription regulation; especially it’ s inhibitory action.
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