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Fig.1 Identification o recombinant plasmid pETXA1
1: pEF 8¢+ EcoRI; 2 pETXAl+ EwRI;
3: pETXA1+ Neol/ EcoRl; 4 pETXAl+ BamH 1/ EcoRl;
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1: DL2000 DNA marker; 2: pETXB1/ BanHI1+ EcoRl;
3: pETXB1/ BanH1; 4: pET28¢/ Bami 1
Fig. 2 Identification of recombinant plasmid
pPETXBI1 by enzyme digestion
1: DL2000 DNA marker; 2: pETXB1/ BanH1+ EcoRl;
3: pETXBL/ BamH]1; 4: pET 28c/ BamH 1
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Fig. 3 Identification of recombinant plasmid pETXAB1
by enzyme digestion
1: DL2000 DNA marker; 2: pETXABI+ BamH I/ EcoR1;
3:pETXAB1+ Ncoll BamH 1; 4: pETXABI+ Ncol/ EcoR1
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Fig. 4 SDS PAGE analysis of the expressed products
I: protein molecular marker; 2~ 6: Total cell lysate of BL21( DE3)
(pETXABI), BL21( DE3) (pETXBA1), BL21( DE3) ( pEF 28c),

BL21( DE3) (pETXA1) and BL21( DE3) ( pETXB1), respectively
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Study on Interaction Between Apolipoprotein AI and
Scavenger Receptors Class B Type I by Yeast Two- Hybrid

XIN Xue-lei CHEN Zhi-hui LI Werqi LIU Yurrying Maidina ZHANG Yurr feng
(The Xinjiang Technical Institute of Physics & Chemisry, The Chinese Academy of Sciences Urumqi 830011, China)

Abstract Objective: To verify the interaction between apolipoprotein Al and scavenger receptors class B type |
(SR-BI), a key process of reverse cholesterol transport, by yeast two hybrid method and to provide a new target for
selecting ad ive substance for reducing lipid in plasma. Method: Apolipoprotein AT and SR- BI gene ¢cDNA from Wistar
rat were cloned, and DNA/ apoAl and AD/SR-BI were constructed, then co transformed into yeast strain AH109.
Transformants were selected on medium of SD/-Leu/-Trp/-His/-Ade/ Xt Gal and the putative positive clones were
identified by yeast mating. Result: Transformants can grow on medium of SD/-Leu/-Trp/-His/- Ade/ X-a-Gal and the
colonies are blue. @ B galadosidase assays show that the activity of a B galactosidase are 8~ 12U and 10~ 40U
respectively. Afier yeast mating, blue colonies can still be seen on medium of SD/-Leu/-Trp/-His/- Ade/ X-arGal
Conclusion: It is true that there is interaction between apolipoprotein Al and SR-BL
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Fusion of Alpha toxin Gene and Betal- toxin Gene
from Clostridium perfringens Type C

XU Chongbo' XU Chong-1i¥ LIU Qing ping' ZHU Yongning' ZENG Jin® WANG Yir jiong”
(1 College of Bioengineering, Dalian University Dalian 116622, China)
(2 College of Life Science, Ningxia University Yinchuan 750021, China)

Abstract A lpha toxin gene and beta I toxin gene from chromosomal DNA of Clostridium pefringens type C were
anplified by PCR, and PCR products were cleaved with restriction endonucleases and recovered. The recombinant
plasmid pEI'XAB1 cntaining o-8; fusion gene was construded by recombinant technique and then transformed into
Escherichia coli BL21(DE3). The 81 fusion protein was expressed in recombinant strain BL21( DE3) (pEIXABI),
and the expression level of the B fusion protein was about 12. 68% of total cellular protein hy SDS-PAGE and thirr
layer gel scanning analysis. More importantly, immunization in a mouse model with crude preparation containing the
fusion protein inclusion bodies or inactivated recombinant sirain induced protection against at least IMLD of the toxin
from Closiridium pefringens type C. Hence, the fusion protein has a good immunogenicity. The @nstructed
recombinant strain BL21( DE3) (pEI'XAB1) could be used as a candidate of vaccine strain.
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