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HCV Quantity Detection with NASBA Huorescent Malecular Bacon Technique

Wang Hong ChenJinghua Zeng Weisen LiuDan Yang Yanni Jiang Fing Xie Shuguang
(Quangzhou Lanxi Biotechnique Developing Ltd Qonrpary , Fird Military Medica Universty Quangzhou  510515)

Absgract A NASBA fluorescent nolecular bacon detection technique was edablished and was used in HCV
quartity detection. The nationd HCV gandard sample , wild type HCV RNA artifact and blood serawith HCV anti body
postive from different people were detected regectively. Results: The HCV detection sendtivity in serum was 10°
oopies/m usng this technique; The consstency of negative control sandard was 100 %; The detective linear range was
within 10° copies/ml to 10° copies/mi. The coefficient of variation (CV) was less than 6 %. The postive rate of HOV
RNA among HCV antibody podtive people was within 45 % to 65 %. Gonclugon: This RNA quartity technique is of
good sengtivity , ecidity , repetition and practicability in clinicd HCV RNA quantity detection.
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