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Progress in the Study of Envelop Gene of Equine Infectious Anemia Virus

7HU Yuarrmao XUE Fei
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Abstract Equine infectious anemia virus ( EIAV) is a lentivirus. It related in sequence to the human
immunodeficiency virus (HIV) and reacted with acquired immunodeficiency syndrome ( AIDS) patient sera. By far the
dorkey leukocyte attenuated vaccine of EIA is the only successful vaccine of lentivirus. The investigation of envelop
gene of EIAV will help to make clear the mechanism of antigen variation, persist infedion and immunity of vaccine of

EIA, and provide reference in studying vaccine of HIV. The structure, variation and action in the process of immune

response of e in EIAV ware reviewed.
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