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Abstract Erythromycin is a broad spectrum macrolide antibiotic and clinically used widely. Great progresses have
been made in changing erythromycin structures with genetic manipulation in recent 10 years. By means of genetic
engineering, not only could the ring size, the ring backbone and the side chains of erythromycin aglycone be changed,
but also the post2modified hydroxyl, glycosyl and methyl could be altered. Until now more than 100 types of novel
macrolactones and tens of erythromycin analogs have been produced, and almost all of erythromycin analogs possess
biological activity. However, the yield of the genetic products is commonly low, and the antibacterial activity is not
satisfactory. So future researches on erythromycin genetic engineering should focus on the output of novel products and the
selection of structures with high biological activity.
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